
ch
r1

ch
r2

ch
r3

ch
r4

ch
r5

ch
r6

ch
r7

ch
r8

ch
r9

ch
r1

0

ch
r1

1

ch
r1

2

ch
r1

3

ch
r1

4

ch
r1

5

ch
r1

6

ch
r1

7

ch
r1

8

ch
r1

9

ch
r2

0

ch
r2

1

ch
r2

2

ch
rX

50
 M

B

10
0 

M
B

15
0 

M
B

50
 M

B

10
0 

M
B

15
0 

M
B

50
 M

B

10
0 

M
B

15
0 

M
B

50
 M

B

10
0 

M
B

15
0 

M
B

50
 M

B

10
0 

M
B

15
0 

M
B

50
 M

B

10
0 

M
B

15
0 

M
B

50
 M

B

10
0 

M
B

15
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

10
0 

M
B

50
 M

B

50
 M

B

50
 M

B

50
 M

B

50
 M

B

50
 M

B

50
 M

B

10
0 

M
B

15
0 

M
B

0

0.5

1

BAFs
(Hets)

CNV status

0

1

2

3

4

Copy number

CNV
status Soft_gain Neutral Loss High_loss

8−MG−BA (SIDM00998)
Ploidy: 2.31; Gender: Female

−1.0

−0.5

0.0

0.5

1 2 3 4

PureCN: Total copy number

G
AT

K
: M

ea
n 

lo
g2

 (
co

py
 r

at
io

)

Pearson = 0.9549; Spearman = 0.7905

0

5000

10000

Neu
tra

l

Sof
t_

ga
in

Lo
ss

High
_lo

ss

CNV gene predictions

G
en

e 
co

un
t

CNV gene status


